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 The aim of this study was to detect Staphylococcus aureus contamination to different 

types of animal origin foods collected in the Kırşehir province of Turkey and to examine 

their enterotoxin production ability. Out of 120 food samples 38 suspected colonies were 

obtained and 23 of them were identified as S. aureus by biochemical and molecular 

analyses. Other species detected were S. chromogenes, S. cohnii ssp. cohnii, S. hominis, 

S. lentus, S. warneri, and S. xylosus. The isolates were also analysed with regard to carry 

mecA gene. None of them was found to have mecA gene indicating susceptibility to 

methicillin. To determine the enterotoxigenic ability of the isolates phenotypically, 

reversed-passive-latex-agglutination test against SEA-SED was used. Six out of 23 S. 

aureus isolates were determined to produce SEA, SEC and SED. Three of them had only 

one enterotoxin production, whereas others had SEA and SED production together. The 

results of phenotypic analyses were confirmed by PCR based examination. None of the 

coagulase-negative staphylococci were found to be enterotoxigenic by both phenotypical 

and PCR-based analyses. In conclusion, enterotoxigenic S. aureus is a risk in foods of 

animal origin in Kırşehir and its counties. 
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Introduction 

Staphylococcus species are frequently found in foods 

and S. aureus is the one that causes food poisoning 

(Roberts et al., 2005). Foodborne outbreaks due to S. 

aureus are widespread in the world, regardless of the 

country level of development. Prevalent strains and 

enterotoxins vary by geographical region (Hennekinne et 

al., 2012). According to Aydin et al. (2011), S. aureus 

contaminations of foods were 13.8% in Marmara Region 

of Turkey during the period of July 2007-2008. In the 

European Union, outbreaks arising from bacterial toxins 

(produced by Bacillus, Clostridium and Staphylococcus 

species) were 16.1% following virus and Salmonella 

outbreaks, and 393 food-borne outbreaks were caused by 

staphylococcal toxins in 2014 (EFSA, 2014). Out of 1229 

foodborne outbreaks of toxigenic bacteria (Bacillus 

cereus, Clostridium perfringens and S. aureus) 459 were 

S. aureus outbreaks in the US during 1998-2008 (Bennet 

et al., 2013). To be a public health hazard via infection, 

food poisoning and outbreaks is one dimension of this 

pathogen’s significance. The other dimension consists of 

economic loss, worker’s health and safety in food and 

agriculture industry. Moreover, antimicrobial resistance 

of S. aureus is making the pathogen more hazardous, 

especially methicillin resistance. In recent years, 

methicillin resistant S. aureus (MRSA) strains were 

reported not only in hospital infections, but also in 

livestock related infections and in foods such as raw milk 

and meat (Springer et al., 2009; Türkyılmaz et al., 2010; 

Fluit, 2012). In this case, foods constitute a reservoir for 

such strains.  

One of the contamination ways of S. aureus to foods 

is the food handlers who carry the bacteria on their skins 

and mucosal tissues. Animals having sub-clinical mastitis 

due to S. aureus are another source for transmission, 

especially in dairy and livestock farming. Besides, foods 

can be contaminated by air, dust and surfaces in contact 

with foods (Argudín et al., 2010). Contaminated foods are 

often milk and products prepared with milk, such as 

cream and pudding, meat, fish and delicatessen (Schelin 

et al., 2011). 

Diseases caused by S. aureus vary between simple 

skin infections to severe systemic infections in humans. 

Food poisoning is among them and staphylococcal 

enterotoxins are the causing agent, so named as 

staphylococcal intoxication. Symptoms of the intoxication 

occur 1-8 hour after the ingestion of the contaminated 

food and are nausea, severe vomiting, abdominal cramps 

and diarrhea (Kadariya et al., 2014).Consumer may not be 

aware of contaminated food, because it is not necessary 

that the contaminated food has a sensory defect. The 

bacterial growth level, causing intoxication is >10
5
cfu/g 
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and enterotoxin level is <1 µg/g of food (Pinchuk et al., 

2010). 

Staphylococcal enterotoxins (SEs) are produced in 

logarithmic growth phase or entry to stationary phase of 

bacteria on food. They are stable to food preservation 

techniques, due to their low molecular weight protein 

structure, resistance to heat or proteolytic enzymes 

(Argudínet al., 2010). SEs together with staphylococcal 

enterotoxin-like toxins (SEl) are divided more than 20 

different serological groups named SEA to SEIV, among 

which SEA, SEB, SEC and SED are the most prevalent in 

staphylococcal foodborne outbreaks (Hennekinne et al., 

2010). Besides S. aureus, coagulase negative 

staphylococci (CNS) were also determined to produce 

SEs (Zell et al., 2008; Bertelloni et al., 2015). 

The aim of this study was to reveal the S. aureus 

contamination in foods of animal origin sold in Kırşehir 

province of Turkey and to characterize the enterotoxin 

production of the isolates. For this aim, food isolates were 

identified, and enterotoxin production was detected by 

immunological tests and PCR analyses. Furthermore, 

whether the isolates had mecA gene was also investigated. 

To our knowledge, this is the first study reporting S. 

aureus contamination and their enterotoxin production in 

foods collected in Kırşehir. The reason to conduct this 

study in Kırşehir was the potential of dairy and livestock 

farming of the province. 

 

Materials and Methods 

 

Bacterial Isolations and Identifications 

120 food samples were collected from doner kebap 

restaurants, retail markets, butchers and barns in Kırşehir 

and its counties during July 2012-March 2013. The food 

groups were raw milk (51 samples), local cheese (5 

samples), raw meat or offal product (21 samples), raw 

poultry meat or giblet (23 samples) and chicken doner 

kebap (20 samples). The small sample size and variation 

in food groups were due to the difference of the counties 

market potential. 25 g or ml of food sample was mixed 

with 225 ml of Buffered Peptone Water (Oxoid, 

Basingstoke, England) in a bench top stomacher (Mayo, 

Italy) and incubated at 37°C for overnight. Then it was 

transferred to Giollotti-Cantoni Broth (Merck, Germany) 

and then Baired Parker Agar (Oxoid, Basingstoke, 

England) containing egg yolk tellurite (Oxoid, UK), each 

of which was incubated at 37°C for overnight. Suspected 

colonies of S. aureus were analyzed under microscope by 

using Gram staining and the slide coagulase test was done 

by using rabbit plasma. API Staph (bioMérieux, France) 

test kits were used for biochemical identification of the 

isolates. The isolates were stored in Brain Heart Infusion 

Broth (BHI, Merck, Germany) containing 15% glycerol at 

-80°C. 

 

DNA Isolation 

DNA isolation of the isolates was done as described 

MLST.net (http://saureus.mlst.net/misc/info.asp). Briefly, 

a fresh culture of each isolate on BHI Agar (Merck, 

Germany) was mixed with the lysis solution (0.01 M 

EDTA, 0.01 M Tris, 25 units/ml Lysostaphin and 250 

units/ml Lysozyme) and incubated at 37°C in the water 

bath (JSR, Korea) for 30 min. Then the temperature 

increased to 95°C and samples were boiled for 10 min. 

Immediately after, they were cooled down with ice. 

Phenol: chloroform: isoamylalcohol (25:24:1) extraction 

and ethanol precipitation were applied by 10000 g for 20 

min centrifugation. The raw DNA of each isolate was 

kept in molecular grade water at -80°C. This raw DNA 

was used as the template in all PCR analyses. 

 

nuc and mecA Gene Region Analyses 

The analyses of all isolates  nuc and mecA gene 

regions were done by using a multiplex PCR assay as 

described in Costa et al. (2004). 5 µl raw DNA was added 

to 20 µl PCR mixture containing 12.5 µl 2master mix 

(Thermo Scientific, USA) and 0.2 µM end concentration 

of each primer (Table 1). Thermocycling was carried out 

using Cleaver Scientific GTC96S (UK) gradient 

thermalcycler with the following conditions: initial 

denaturation at 95°C / 8 min followed by 30 cycles of 

94°C / 1 min, 55°C / 30 s, and 72°C / 90 s, the final step 

at 72°C / 1min and at 4°C / limitless. Amplified fragments 

were run on agarose gels (1.5% agarose in 1Tris-borate 

EDTA) at 70 V for 40 min. The gel was stained with 

ethidium bromide (Thermo Scientific, USA) and 

visualized under UV illumination (DNR, Bio-Imaging 

Systems, MiniLumi, Israel). S. aureus NCTC 10442 was 

used as positive control. 

 

Reversed-Passive-Latex Agglutination Assays of SEs 

SEA, SEB, SEC and SED production ability were 

analyzed by using SET-RPLA test kits (Oxoid, 

Basingstoke, England). All isolates were incubated in 

BHI broth (Merck, Germany) at 37°C for 24 hand broth 

cultures were centrifuged at 4°C and 900g for 20 min. 

Supernatants were used to test enterotoxin production in 

V-shaped well microtiter plates as recommended by the 

manufacturer's instructions. 

 

Detection of Genes Encoding SEs 

For analysing whether the isolates have sea, seb, sec, 

sed or see genes, multiplex PCR was applied on all 

isolates according to Becker et al. (1998). The reaction 

mixture contained 5 µl raw DNA and 45 µl PCR mixture 

having 25 µl 2  master mix (Thermo Scientific, USA) 

and 0.5 µM end concentration of each primer (Table 1). 

Thermocycling conditions were initial denaturation at 

95°C / 2 min followed by 30 cycles of denaturation at 

95°C /1 min, 55°C / 1 min, and 72°C / 2 min, the final 

step at 72°C / 5 min and at 4°C / limitless. Amplified 

fragments were run on agarose gels (2% agarose in 1 

Tris-borate EDTA) at 100 V for 2 h. The gel was stained 

with ethidium bromide (Thermo Scientific, USA) and 

visualised under UV illumination (DNR, Bio-Imaging 

Systems, MiniLumi, Israel).S. aureus NCTC 10652 (sea), 

NCTC 10654 (seb), NCTC 10655 (sec) and NCTC 10656 

(sed) were used as positive controls. 
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Table 1 List of primers used 

Gene Primers Primer sequences (5'-3') Size (bp) Reference 

nuc nuc-1/2 
GCGATTGATGGTGATACGGTT /  

AGCCAAGCCTTGACGAACTAAAGC 
267 Brakstad et al. (1992) 

mecA mecA-3/4 
AAAATCGATGGTAAAGGTTGGC /  

AGTTCTGCAGTACCGGATTTGC 
533 Brakstad et al. (1992) 

sea SEA3/4 
CCTTTGGAAACGGTTAAAACG /  

TCTGAACCTTCCCATCAAAAAC 
127 Omoe et al. (2002) 

seb SEB1/4 
TCGCATCAAACTGACAAACG /  

GCAGGTACTCTATAAGTGCCTGC 
477 Omoe et al. (2002) 

sec SEC3/4 
CTCAAGAACTAGACATAAAAGCTAGG / 

TCAAAATCGGATTAACATTATCC 
271 Omoe et al. (2002) 

sed SED3/4 
CTAGTTTGGTAATATCTCCTTTAAACG / 

TTAATGCTATATCTTATAGGGTAAACATC 
319 Omoe et al. (2002) 

see SEE3/2 
CAGTACCTATAGATAAAGTTAAAACAAGC / 

TAACTTACCGTGGACCCTTC 
178 Omoe et al. (2002) 

 

Results and Discussion 

S. aureus is an extensively studied pathogenic bacteria 

in the world due to diseases and outbreaks caused by the 

bacterium. It has appeared in the literature that many 

foodborne outbreaks arose from enterotoxigenic S. 

aureus. Pu et al. (2011) reported the prevalence of 

enterotoxigenic S. aureus in various foods that 59.8% in 

Italy, 62% in Korea, 74% in Poland, 69% in Portuguese, 

30.5% in France and 39.2% in Slovak Republic. In 

another study, 52 S. aureus strains of which ST6 was the 

dominant clone were found to be associated with 11 

outbreaks in Shenzhen, China between 2006 and 2009 

(Yan et al., 2012). S. aureus was obtained in 73 of 693 

food samples (10.5%) in Alberta, Canada during January 

2007-December 2010 (Crago et al., 2012). In this study, 

out of 120 animal origin food samples, 38 presumptive S. 

aureus isolates were obtained. However, biochemical 

identifications and nuc gene amplifications demonstrated 

that 23 of the isolates were S. aureus (19.2%) (Table 2). 

In all counties of Kırşehir, S. aurues contamination was 

determined. Considering that Kırşehir is a small province 

(225562 inhabitants in 2015) and animal husbandry is one 

of the main sources of income of the inhabitants, S. 

aureus is a risk in all counties of Kırşehir according to 

these results. S. aureus contamination in various foods in 

Turkey was reported as 57.3% in the Kayseri province 

(Ertaset al., 2010), 33.4% in Kütahya and Eskişehir 

region, (Guvenet al., 2010), 13.8% in the Marmara region 

(Aydin et al., 2011), 6% in Ankara province (Can and 

Çelik, 2012), 52.5% in Samsun province (Gücükoğlu et 

al., 2012). The variation of these results was owing to the 

fact that these studies were conducted on different sample 

sizes and different food groups. However, contamination 

rate was also be varied due the different geographical 

regions of Turkey.  

The most contaminated food samples have belong to a 

raw milk group (31.4% within-group) followed by raw 

meat group (23.8% within-group), chicken doner kebap 

(5% within-group) and raw poultry group (4.3% within-

group). Milk samples were of bovine origin. Raw bovine 

milk is a frequently contaminated food source, since S. 

aureus is a common cause of bovine mastitis (Kadariya et 

al., 2014). The raw meat group was the second source of 

contamination in this study. In contrast, Guven et al. 

(2010) reported that the meat products contamination rate 

(48.7%) was significantly higher than milk and dairy 

products (23.2%) in Eskişehir and Kütahya region of 

Turkey. Although the rate of raw milk sample 

contamination was similar to their study, the controversy 

was originated from sample region. Another study was 

reported even more contamination rate (75%) in raw milk 

in Samsun province (Gücükoğlu et al., 2012). The high 

contamination rates of raw milk samples in Turkey 

reveals the significance of this pathogen in dairy animals. 

The results of this study were indicating more of a bovine 

mastitis prevalence in Kırşehir. Because S. aureus is more 

prevalent in milk from cows with mastitis in comparison 

with milk from healthy cows (Rall et al, 2014). The 

results of the poultry sample group exhibited that it was 

the least contaminated group comparing with other food 

groups. In the US, meat or poultry dishes were reported to 

be more related with foodborne outbreaks of S. aureus. 

Outbreaks caused by S. aureus from 1998 to 2008 were 

due to 10% of beef, 14% of poultry dishes (Bennet et al., 

2013). Cheese, offal or giblet samples in this study were 

not found to be contaminated with S. aureus. On the other 

hand, S. aureus isolations from cheese and giblets were 

existed in the literature. Twenty one positive samples 

were detected out of 105 cheese samples in Italy (Carfora 

et al., 2015). On the other hand, 9% of contamination was 

reported for cheese products collected in Ankara, Turkey 

(Can and Çelik, 2012). Nine S. aureus isolates out of 30 

chicken giblets were identified by Gundogan et al. (2005). 

Comparing with these researches, S. aureus 

contamination must be further analysed for cheese, offal 

and giblet samples in Kırşehir. 

Food isolates of CNS are also a research interest. 

Although they are not associated with foodborne 

outbreaks, these strains are important to constitute a 

reservoir for antimicrobial resistance, virulence and 

enterotoxin genes. Moreover, enterotoxigenic strains are 

also known. In this study, species detected other than S. 

aureus were S. chromogenes, S. cohnii ssp. cohnii, S. 
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hominis, S. lentus, S. warneri, S. xylosus and an 

undetected isolate (Table 2). Bertelloni et al. (2015) 

isolated 74 CNS out of 120 bovine bulk tank milk 

samples, in which S. xylosus, S. chromogenes, S. sciuri 

and S. hominis were the most prevalent species. The 

results of this study were parallel to Bertelloni et al. 

(2015) that S. xylosus was the species isolated with the 

highest prevalence (8 out of 14 CNS). In contrast, S. 

xylosus isolates were obtained from food samples other 

than raw milk.  

The actual role in staphylococcal food poisoning 

belongs to staphylococcal enterotoxins produced during 

bacterial growth on the food. 393 food-borne outbreaks 

were caused by staphylococcal toxins in 2014 (EFSA, 

2015). The most enterotoxigenic species is S. aureus 

among other staphylococcal species, and contamination 

rates and toxin production of the pathogen differ in its 

strains. Enterotoxigenic capacity of the isolates were also 

investigated in this study. Out of 23 S. aureus isolates, 6 

(26%) were determined to have an enterotoxin production 

ability (Table 3) and corresponding genes sec, sed and 

sea/sed (Figure 1). In a study carried out with raw milk 

and cheese samples, it was exhibited that the rate of 

enterotoxigenic S. aureus was 64.8%, in which SEC was 

the most prevalent enterotoxin produced (Gundogan et al., 

2005). In another study, Argudín et al. (2012) reported 

that 64 S. aureus isolates recovered from foods and food 

handlers were able to produce SE or SElexcept four 

isolates. Furthermore, they obtained sea (38.7%), seb 

(12.9%), sec (16.1%), and sed (22.6%) as the most 

prevalent genes. The results of this study indicated that 

the most prevalent enterotoxins were found in the isolates 

and these findings were similar to those found in 

literature. Ertas et al. (2010) reported that S. aureus 

isolates from dairy desserts and sheep cheeses 16% were 

enretoxigenic and sea, seb, sec and sed were the genes 

detected. Also enterotoxigenic isolates were found to be 

62.6% in the Marmara region of Turkey, and sea was the 

prevalent gene (Aydin et al., 2011). In another study, 25% 

of S. aureus isolates of cheese origin were reported to be 

SEC and SEC/SED producer (Can and Çelik, 2012). 

 

Table 2 Identified species of the isolates. 

Species County* Food Source NI 

S. aureus Ak, Ap, B, C, K, M, Mu Raw milk, raw meat, raw poultry, donerkebap 23 

S. chromogenes B Raw milk 2 

S. cohnii ssp. cohnii K Raw poultry 1 

S. hominis K Giblet 1 

S. lentus Mu Donerkebap 1 

S. warneri B Raw milk 1 

S. xylosus Ak, K Raw meat, offal, raw poultry, donerkebap 8 
* Ak: Akçakent, Ap: Akpınar, B: Boztepe, C: Çiçekdağı, K: Kaman, M: City centre, Mu: Mucur, NI: Number of Isolate 

 

Table 3 Enterotoxin producing isolates and their origins. 

Isolate No. County Food Source Enterotoxin 

1112085 City centre Raw milk SEC 

1112086 City centre Raw milk SED 

0213113 Boztepe Raw milk SEA and SED 

0213117 Boztepe Raw milk SEA and SED 

0213118 Boztepe Raw milk SEA and SED 

0213142 Akçakent Raw milk SEC 

 

 
Figure 1 PCR results of enterotoxigenic isolates (1: 1112085; 2: 0213142; 3: 1112086; 4: 0213113; 5: 0213117; 6: 

0213118; (-): molecular grade water; (+):  S. aureus control strains) 

M           1            2              3            4            5            6           (-)          (+) 
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On the other hand, now it is known that CNS has the 

ability to produce enterotoxins (Zell et al., 2008). 

Bertelloni et al. (2015) conducted a study with CNS 

isolated from bovine raw milk and obtained that out of 74 

isolates 40 were enterotoxigenic. Thus, it was analysed 

whether the CNS isolates of this study had the enterotoxin 

production ability. However, CNS isolates of this study 

were not enterotoxigenic in terms of the tested 

enterotoxins. 

Antibiotic resistance in S. aureus strains have been 

known since the 1930s. When it comes today, hospital or 

community acquired methicillin resistant S. aureus strains 

are seen widely in the world. Nowadays, MRSA strains 

were also reported from foods of animal origin 

(Gundogan et al., 2005; Can and Çelik, 2012; Fluit, 2012; 

Carfora et al., 2015). The isolates of this study did not 

exhibit mecA gene, but further study must be conducted 

with antimicrobial resistance profiles of S. aureus strains 

in order to clarify the situation.  

 

Conclusion 

 

In conclusion, enterotoxigenic S. aureus is a risk in 

foods of animal origin in Kırşehir and its counties. Raw 

milk is the most contaminated food source and 

enterotoxin producing strains are prevalent in raw milk. 

This study was a pilot study to investigate the 

enterotoxigenic S. aureus strains in foods, thus it should 

be extended with a larger size of sampling in order to 

reveal the risk with all aspects. Besides, the sanitary 

practices must be provided in both dairy farms and food 

producing facilities, and careful attention must be paid on 

animal hygiene to avoid mastitis. 

 

Acknowledgement 

 

The financial support provided by Ahi Evran 

University Research Found (Grant No. PYO-ZRT-

4001.13.008) is gratefully acknowledged. 

References 

Argudín MA, Mendoza MC, Rodicio MR. 2010. Food poisoning 

and Staphylococcus aureus enterotoxins. Toxins, 2:1751-

1773.DOI:10.3390/toxins2071751 

Argudín MA, Mendoza MC, González-Hevia MA, Bances M, 

Guerra B, Rodicio MR. 2012. Genotypes, exotoxin gene 

content, and antimicrobial resistance of Staphylococcus aureus 

strains recovered from foods and food handlers. Appl Environ 

Microb.,78: 2930–2935.DOI:10.1128/AEM.07487-11 

Aydin A, Sudagidan M, Muratoglu K. 2011. Prevalence of 

staphylococcal enterotoxins, toxin genes and genetic-relatedness 

of foodborne Staphylococcus aureus strains isolated in the 

Marmara Region of Turkey. Int J Food Microbiol., 148: 99-106. 

DOI:10.1016/j.ijfoodmicro.2011.05.007 

Becker K, Roth R, Peters G. 1998. Rapid and specific detection of 

toxigenic Staphylococcus aureus: Use of two multiplex PCR 

enzyme immunoassays for amplification and hybridization of 

staphylococcal enterotoxin genes, exfoliative toxin genes, and 

toxic shock syndrome toxin 1 gene. J ClinMicrobiol., 36:2548–

2553. PMID: 9705390 

Bennet SD, Walsh KA, Gould LH. 2013. Foodborne disease 

outbreaks caused by Bacillus cereus, Clostridium perfringens, 

and Staphylococcus aureus – United States, 1998-2008. Clin 

Infect Dis., 57: 425-433. DOI:10.1093/cid/cit244 

Bertelloni F, Fratini F, Ebani VV, Galiero A, Turchi B, Cerri D. 

2015. Detection of genes encoding for enterotoxins, TSST-1, 

and biofilm production in coagulase-negative staphylococci 

from bovine bulk tank milk. Dairy Sciand Technol., 95:341–

352.DOI: 10.1007/s13594-015-0214-9 

Brakstad OG, Aasbakk K, Maeland JA. 1992. Detection of 

Staphylococcus aureus by polymerase chain reaction 

amplification of the nuc gene. JClinMicrobiol., 30: 1654-

1660.PMID: 1629319 

Can HY, Çelik TH. 2012. Detection of enterotoxigenic and 

antimicrobial resistant S. aureus in Turkish cheeses.Food 

Control,24:100-103.DOI:10.1016/j.foodcont.2011.09.009 

Carfora V, Caprioli A, Marri N, Sagrafoli D, Boselli C, Giacinti G, 

Giangolini G, Sorbara L, Dottarelli S, Battisti A, Amatiste 

S.2015. Enterotoxin genes, enterotoxin production, and 

methicillin resistance in Staphylococcus aureus isolated from 

milk and dairy products in Central Italy. Int Dairy J., 42:12-

15.DOI:10.1016/j.idairyj.2014.10.009 

Costa A-M, Kay I, Palladino S. 2005. Rapid detection of mecA and 

nuc genes in staphylococci by real-time multiplex polymerase 

chain reaction. Diagn  Micr Infec Dis.,  51:13–

17.DOI:10.1016/j.diagmicrobio.2004.08.014 

Crago B, Ferrato C, Drews SJ, Svenson LW, Tyrrell G, Louie M. 

2012. Prevalence of Staphylococcus aureus and methicillin-

resistant S. aureus (MRSA) in food samples associated with 

foodborne illness in Alberta, Canada from 2007 to 2010. Food 

Microbiol.; 32:202-205.DOI:10.1016/j.fm.2012.04.012 

Ertas N, Gonulalan Z, Yildirim Y, Kum E. 2010. Detection of 

Staphylococcus aureus enterotoxins in sheep cheese and dairy 

desserts by multiplex PCR technique. Int J Food Microbiol.,; 

142:74–77.DOI:10.1016/j.ijfoodmicro.2010.06.002 

European Food Safety Authority (EFSA), European Centre for 

Disease Prevention and Control. 2015. The European Union 

summary report on trends and sources of zoonoses, zoonotic 

agents and food-borne outbreaks in 2014. EFSA 

Journal,13(12):4329. DOI:10.2903/j.efsa.2015.4329 

Fluit AC. 2012. Livestock-associated Staphylococcus aureus. 

ClinMicrobiolInfec., 18: 735-744. DOI:10.1111/j.1469-

0691.2012.03846.x 

Gücükoğlu A, Kevenk TO, Uyanik T, ÇadirciÖ, Terzi G, Alişarli 

M. 2012. Detection of enterotoxigenic Staphylococcus aureus in 

raw milk and dairy products by multiplex PCR. J Food Sci., 77: 

M620–M623.DOI:10.1111/j.1750-3841.2012.02954.x 

Gundogan N, Citak S, Yucel N, Devren A. 2005. A note on the 

incidence and antibiotic resistance of Staphylococcus aureus 

isolated from meat and chicken samples. Meat Sci., 69: 807-

810. DOI:10.1016/j.meatsci.2004.10.011 

Guven K, Mutlu MB, Gulbandilar A, Cakir P. 2010. Occurrence and 

characterization of Staphylococcus aureus isolated from meat 

and dairy products consumed in Turkey.J Food Safety, 30: 196-

212. DOI:10.1111/j.1745-4565.2009.00200.x 

Haran KP, Godden SM, Boxrud D, Jawahir S, Bender JB, 

Sreevatsan S. 2012. Prevalence and characterization of 

Staphylococcus aureus, including methicillin-resistant 

Staphylococcus aureus, isolated from bulk tank milk from 

Minnesota dairy farms. J ClinMicrobiol., 50: 688-695. 

DOI:10.1128/JCM.05214-11 

Hennekinne J-A, Ostyn A, Guillier F, Herbin S, Prufer A-L, 

Dragacci S. 2010. How should staphylococcal food poisoning 

outbreaks be characterized? Toxins, 2:2106-

2116.DOI:10.3390/toxins2082106 

Hennekinne J-A, De Buyser M-L, Dragacci S. 2012. Staphylococcus 

aureus and its food poisoning toxins: characterization and 

outbreak investigation. FEMS Microbiol Rev., 36:815–

836.DOI:10.1111/j.1574-6976.2011.00311.x 

Kadariya J, Smith TC, Thapaliya D. 2014. Staphylococcus aureus 

and staphylococcal food-borne disease: An ongoing challenge 

in public health. Biomed Res Int.,2014: 1-9. 

DOI:10.1155/2014/827965 

 

 



Avşaroğlu / Turkish Journal of Agriculture - Food Science and Technology, 4(12): 1179-1184, 2016 

1184 

 

Omoe K, Ishikawa M, Shimoda Y, Hu D-L, Ueda S, Shinagawa 

K.2002. Detection of seg, seh, and sei genes in Staphylococcus 

aureus isolates and determination of the enterotoxin 

productivities of S. aureus isolates harbouring seg, seh, or sei 

genes. J ClinMicrobiol., 40:857–862.PMID: 11880405 

PinchukI V, Beswick EJ, Reyes VE. 2010. Staphylococcal 

enterotoxins. Toxins, 2: 2177-2197. 

DOI:10.3390/toxins2082177 

Pu S, Wang F, Ge B. 2011. Characterization of toxin genes and 

antimicrobial susceptibility of Staphylococcus aureus isolates 

from Louisiana retail meats. Foodborne Pathog Dis., 8: 299-

306. DOI:10.1089=fpd.2010.0679 

Rall VLM, Miranda ES, Castilho IG, Camargo CH, Langoni H, 

Guimaraes, Araujo Junior JP, Fernandes Junior A. Diversity of 

Staphylococcus species and prevalence of enterotoxin genes 

isolated from milk of healty cows and cows with subclinical 

mastitis. J Dairy Sci., 97: 829-837. DOI:10.3168/jds.2013-7226 

Roberts TA, Pitt JI, Cordier J-L, Gorris LGM, Gram L, Swanson 

KMJ,Tompkin RB. 2005. Microorganisms in Foods 6 - 

Microbial Ecology of Food Commodities.2nd ed.,New York, 

USA: Kluwer Academic. ISBN: 0-306-48675-X 

SchelinJ, Wallin-Carlquist N, Cohn MT, Lindqvist R, Barker GC, 

Rådström P. 2011. The formation of Staphylococcus aureus 

enterotoxin in food environment and advances in risk 

assessment. Virulence, 2: 580-592. DOI:10.4161/ 

viru.2.6.18122 

Springer B, Orendi U, Much P, Höger G, Ruppitsch W, Krziwanek 

K, Metz-Gercek S, Mittermayer H. 2009. Methicillin-resistant 

Staphylococcus aureus: a new zoonotic agent? Wien 

KlinWochenschr., 121: 86-90. DOI:10.1007/s00508-008-1126y 

Türkyılmaz S, Tekbıyık S, Oryasin E, Bozdogan B. 2010. Molecular 

epidemiology and antimicrobial resistance mechanisms of 

methicillin-resistant Staphylococcus aureus isolated from 

bovine milk. Zoonoses Public Health, 57: 197-203. 

DOI:10.1111/j.1863-2378.2009.01257.x 

Yan X, Wang B, Tao X, Hu Q, Cui Z, Zhang J, Lin Y, You Y, Shi 

X, Grundmann H. 2012. Characterization of Staphylococcus 

aureus strains associated with food poisoning in Shenzhen, 

China. Appl Environ Microbiol.,78:6637–

6642.DOI:10.1128/AEM.01165-12 

Zell C, Resch M, Rosenstein R, Albrecht T, Hertel C, Götz F. 2008. 

Characterization of toxin production of coagulase-negative 

staphylococci isolated from food and starter cultures. Int J Food 

Microbiol.,127: 246-251. 

DOI:10.1016/j.ijfoodmicro.2008.07.016 

 

 

 

 

 

 

 


